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(1) GENERAL INFORMATION 



SEQUENCE LISTING 



(1) APPLICANT: ZENECA LIMITED . . 

(ii) TITLE OF INVENTION: GENE SILENCING 

(iii) NUMBER OF SEQUENCES: 3 

(iv) CORRESPONDENCE ADDRESS: 

(A) ADDRESSEE: IP DEPT., ZENECA AGROCHEMICALS 

(B) STREET: JEALOTTS HILL RESEARCH STATION, 

(C) CITY: BPJ\CP:NELL, 

(D) STATE: BERp:SHIRE 
(F) ZIP: RG42 GET 

(v) COMPUTER READABLE FORM: 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC-DOS/MS -DOS 

(D) SOFTWARE: PatentIn Release #1.0, Version #1 

(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: GB NOT KNOTOJ 

(B) FILING DATE: 

(C) CLASSIFICATION: 

{ vi i i ) ATTfjRNEY/yAGENT INFORMiVilON : 
(A) NAME: HU.'^F.I SSON , FRAN?: M 
(ix) TELECC'MMUN ICATION INFORMATION: 
(A) TELEPHC'NE: 01344 414822 

(2) INFORMATION FDR SEQ ID NO : 1 : 



(A) LENGTH: 3681 base pairs 

(B) TYPE: nucleic acid 

(C) STPANDEDNESS: double 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: DNA (genomic) 

(iii) HYPOTHETICAL: NO 

(iv) ANTI- SENSE: NO 

(vi) ORIGINAL SOURCE: 

(A) ORGANISM: 1 -AMINO CYCLOPROPANE- 1-CARBOXYL I C ACID 
OXIDASE 

(vii) IMMEDIATE SOURCE: 

(B) CLONE: pT0M13 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 1 : 

AAATTTGATA GATTCAGTTT TTATGTTTTT AGTGCTGATT ACAACATTGA AATTCTAAAT 
60 

TTAGAATTTA ATATTTATTA AATGTTAGTG CATTTATACA AATAACATAT TACATCTCAA 
120 

ATAATATTGA GTTTGTTAGA TTTTATTTGC CCTGATTTCT TATCATAAAT AGGTTTTCCT 
180 

TTTAGGAAAA GGTTTTGAAT TGACTATTCT TTTTTTGGTA G<:;AAAAAGTT TAGGACTCTA 
240 

TAAATAGAGG CATGTTCCTT CTAACTTAAT TAGCATTCAC AATGTAGTTT TAAGGGCTTT 

3 0 0 

{^AGAGTTTT^ GTTAIAG^GA GA.ATTTGTGA ACCTCTCATG TATTCCGAGT GAATTGGTTG 

I 0 

A«:7GTTGTTTC CCTCTGTATT TTGTACTCTC ATGTTTATAG TGGATTGCTC ATTTCCTTTG 

4 20 

TGGACGTAGG TCGATTGACC GAACCACGTT AAATTTTTGT GTCTTTT<:}GT ATATTTCCT<3 
4 80 

TTCTTCTTAC TCGTGGTCTT TC'^AGGTTTG CTTTGCTAGC TTZCGCGTTT ACACCTGCTT 



ATTTTCGGTC CTAACAAGTG 

6 0 0 

TTGGATAATC C^ATGATTGAA 
66 0 

TAGCCGCAAC CTTTTT(3ACA 
120 

CTCTi^TGTTG AGACATAAAT 
780 

AGATTAAGTA AAGAAGGT(3G 
84 0 

TTGTTGGGTT TTATTTGCCC 
9 0 C) 

TTTTGAATTG ACTATTCTTT 
96 0 

TGTT C C TT C T AAC TTAATTA. 
102 0 

TAGAGGGAGA ATTTGTGAAC 
1080 

TCTGTATTTT GTACTCTCAT 
1140 

GATTGACCGA ACCACGTTAA 
12 0 0 

TCGTGGTCTT TCGAGGTTTG 
1260 

1320 

TTTATATGAA AATATAATAA 
1380 

A'iV.TTT-JAAA TTATTCCACC 
14 4 0 

A.-"i'rTTT TTTT TTGTTGT T.\A 

AGGCAACTTC CTCAAGTACT 
156 0 

TTTATAAAAT TTGA2ACAT3 
1 620 



(^TATCAGAGC CAGATTGAAT 
CCAAGTTAGA AAGAGGTGTT 
GTAATGAAGA TTTTi^ATGGA 
TTTGTAAAGG AGATTATGGA 
ACAAATCTAT TTTGTCAGAA 
TGATTTTTTA CCATAAATAG 
TTTTGGTAGG AAAAG(^TTTA 
GCATTCACAA TGTAGTTTTA 
CTCTCATGTA TTCCGAGTGA 
GTTTATAGTG GATTGCTCAT 
ATCTTTGTGT CTTTTGGTAT 
CTTTGCTAGC TTCCGCGTTT 

ATATTGAATT TCCTTTGGTA 
AATAGTGAZA AGCCCTAGGC 
2TAGTTAAAT T(:^GCAG::CTT 
ACAACTACAT TGTAACATCC 
AAACAATAG2 AGAATAAATT 



AATGGAC^TCA i3GTGTA(:^TGG 
GATCTTGACG GGTGTAGTTC 
GAAATTi:5TTT CAGAGAG(3TT 
GAGGAGAAGC AAGTTGTT(aA 
ATTCAGGGCA AGGGGGAGAT 
GTTTTCGTTT AAGGAAAAGG 
(^GATTCTATA AATA'^AGGCA 
AGGi-rTTTGA OAGTTTTGGT 
ATTGGTTGAG GTTGTTTCCG 
TTCCTTTGTG GACGTAGGTC 
ATTTCTCGTT GTCTTCTTAC 
ACACCTGCTT ATTTGGGGTG 
ATACTCGTGA TTCACGATTA 
TTTCTTATGT TTAGGTCTTT 

cat:t-:tagg .^att:ata2 

aaa2atta'tt 3taaa-\rtca 

cagtcaaagt gtcctaaaat 

ttagtactat tggag .tgatg 



GCCCATAAGC CATCATGTAT TATAGTCAAA 
1680 

AAAATCCCTT TGTAGGTAAG ATGGTTCAAC 
1740 

ACTCATAGAC TTGTCATAAC TCATAAAGAC 
18!.)0 

TAATTCTCTA CTTTAATATC TTCTACTATA 
I860 

ATCAAACATT GATATTCATC TCTTCAATCT 
192 0 

CACTTA(3GAA AACACTTTAC CAAGAAATTA 
1980 

AAAAGCTCAA TGGAC^ATGAG AGAGCCAACA 
2 04 0 

AT T G G C C C T T '"^ TT TG A.GG T A A.T C AT A^AAT T 
2100 

TTATCAGTCA TACTTTTCTC TGTTTTAAAA 
2160 

CATGACATGT TTATAACACA ACAAGATATA 
2220 

CTGTCACACG ACTCAAAAGT CTTTCTTAAT 
2280 

ACACGTAAAA TGAAACGGGG AATAGTAATT 
2 34 0 

GA/\CCATGGA ATTCCACATG AAGTAATGGA 
24 0 0 

CAAGAAGTGC ATGGAACAGA GGTTTAAGGA 
24 6 0 

^'C;\AGC'TGAG GTTACTGATT 1\^GATTGGGA 
^ S . ; 0 

7T=.:TAATATC TGTCAAaTA2 C::^ATCTTGA 
. ; 0 

CATATTGCGT ATATAATAAA TAAACACAAA 

2 64 0 

/iA^J^TATAATG TTGTACGAAA TGATGCAGAG 

2 7 -J 0 



ATGGGTCCTT TTCCAATTTG TCTTGATCCC 
AAGGAACTAT GACTCTTAA(5 GTAGACTTi3(3 
TTGGAATATA ATAATTATTC ATTTAAATTA 
AATACGCTTT CAAAGGCTCA TTATTTGTAC 
TTTGTATTCA CATATTCTAT TTATTCAATA 
AGATGGAGAA CTTCCCAATT ATTAACTTGG 
CCATGGAAAT GATCAAAGAT GCTTGTC^AGA 
A.CATAAACAT A.TTA_ATATGT TTfJTTTrAAT 
TTAATGTCAC TTTCAATATT TAATAATTCG 
GGTTACATTT TGATACATTA TATATAACTT 
TTCTTGAATT CAATGATCGA TCAAACTAAG 
CTGTTTGCTT ATGTGATCAT TGTAGTTGGT 
CACAGTAGAC^ AAAATGACAA AGGGACATTA 
ACTAGTGGCA AGTAAGGGAC TTGAGGGTGT 
AA3CAGTTTC TTCTT'^CGCC ATCTT2 2TA2 
CG.zVA^i^ATA': AG3TA2ATAC ATGT'3TC2TA 
ATTTAAGTTA TATACGCTGA CAGTATAACT 
AG3TGATGAG AGATTTTG-:T AAAAGATTGG 



AGAAATTG3: TGAGGAGTTA CTTGACTTAC TCTGTGAAAA TCTTGGACTT GAAAAA"3GTT 
2760 

ACTTGAAAAA TGCCTTTTAT GGATCAAAAG GTCCCAACTT TGGTACTAAA GTTAGCAACT 
2820 

7\TCCACCATG TCCTAAGCCC GATTTGATCA AGGGACTCCG CGCTCATACA GACGCAGGAG 
2880 

GCATCATACT TCTGTTCCAA GATGACAAAG TGAGTGGCCT TCAACTCCTC AAAGACGAGC 

2 94 0 

AATGGATCGA TGTTCCTCCC ATGCGCCACT CTATTGTGGT TAACCTTGGT GACCAACTTG 

3 000 

AGGTACAAGA TTCACTAAGT GTGTGTGTTT TTATCACTAT AACTTAGAAG TAGTAACTAA 
3060 

AAATGGTATT AATGAAATGT TATAAAAACA GGTGATCACT AACGGGAAGT ACAAGAGTGT 
3120 



3180 

TCCAGGAAGT GATGCAGTAA TATATCCAGC AAAAACTTTG GTTGAAAAAG AGGCAGAGGA 
3240 

AAGTACACAA GTGTATCCAA AGTTTGTGTT TGATGATTAC ATGAAGTTAT ATGCTGGACT 
3300 

CAAGTTTCAA GCCAAAGAGC CAAGATTTGA AGCAATGAAG GCAATGGAAA GTGATCCAAT 
3360 

TGCAAGTGCT TAGATCCCAA TTCAATTAAA AAAATTGGTG TTTGAAAAAT ATATTTAAAT 

3420 

AT7\GCAATCT ATGTATACAC ATTATTTGCT CTTCTTATGT ATGGTAGAAT AAAGTTAGTA 
3480 

TTAAAAAAGA TTGTGATTTG CTGCATATGT ATCAAAAAGA GTCCTAATAT TTGTATCTAT 

3 54 0 

AAAT7w\GGT(^ CCTTCTAGTG AAATTATA'JA AiVFA/VrAATT TGGA^TGTAT TGTTCTTTCT 
,:1 C' 0 

(:L'Vr<^T.\ATT'r aa:ttttaag TATi:'nACTT ta:aatatac tgttcactta ttgaacatat 

3 6 0 0 

TGAGTGATAT ATTGACTCAA T 36 81 
[2'} INFORr^ATION FOR SEQ ID NO : 2 : 

( i ) r^EQUENCE CHARACTER T ST I CS : 



(A) LENGTH: 22 base pairs 

(B) TYPE: nucleic acid 

(C) STFANDEDNESS : single 

(D) TOPOLOGY: linear 
(ii) MC>LECULE TYPE: cDNA 

(vii) IMMEDIATE SOURCE: 

(B) CLONE: oligo dT-primed cDNA - page 13 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 2 : 
CATTCATCTC TTCAATCTTT TG 2 2 
(2) INFORMATION FOR SEQ ID NO : 3 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 26 base pairs 

(B) TYPE: nucleic acid 

(C) STRANDEDNESS : single 

(D) TOPOLOGY: linear 

(ii) MOLECULE TYPE: cDNA 

(vii) IMMEDIATE SOURCE: 

(B) CLONE: oligo dT-primed cDNA (SEQ3) page 13 

(xi) SEQUENCE DESCRIPTION: SEQ ID NO : 3 : 

CTTAATTTCT TGGTAAAGTG TTTTCC 2 6 



